Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.005 Å; R factor = 0.067; wR factor = 0.238; data-to-parameter ratio = 16.9.
The asymmetric unit of the title compound, C 18 H 30 O 2 , contains one half-molecule situated on an inversion center. The alkyl chain adopts a fully extended all-trans conformation. The C atoms of the alkyl chain are almost coplanar, with a maximum deviation of 0.042 (6) Å from the mean plane,which is inclined to the central benzene ring by 6.80 (9) . The crystal packing exhibits no short intermolecular contacts.
Related literature
For the synthesis and applications of the title compound, see: Ramesh & Thomas (2010) ; Mayor & Didschies (2003) ; Choi et al. (2006) . For the crystal structures of related compounds, see: Li et al. (2008) ; Thevenet et al. (2010) . Data collection: APEX2 (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. supplementary materials Acta Cryst. (2013) . E69, o1721 [doi:10.1107/S1600536813029024]
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Comment
The title compound is an important intermediate in the synthesis of conjugated polymers (Mayor & Didschies, 2003; Choi et al., 2006) and supramolecular networks (Ramesh & Thomas, 2010) . Herein we report its crystal structure.
In the molecule (Fig. 1) , the alkyl chain adopts a fully extended all-trans conformation. The C-atoms of the alkyl chain are almost coplanar with the maximum deviation of 0.042 (6) Å from the mean plane, and this mean plane is inclined to the central benzene ring by 6.80 (9)°. The crystal packing exhibits no short intermolecular contacts.
Experimental
The title compound was synthesized according to the known method (Ramesh & Thomas, 2010) . Crystals suitable for single-crystal X-ray diffraction were grown by slow evaporation of the solution in hexane-MeOH (5:1).
Refinement
All H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and refined as riding, allowing for free rotation of the methyl groups. The constraint U iso (H) = 1.2 U eq (C) or 1.5 U eq (C) (methyl C) was applied.
Computing details
Data collection: APEX2 (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT (Bruker, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
The title molecule with the atom-numbering scheme and 50% probability displacement ellipsoids [symmetry code: (a) -x, 1 -y, 2 -z]. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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